Key indicators: single-crystal X-ray study; T = 150 K; mean (C-C) = 0.008 Å; disorder in main residue; R factor = 0.046; wR factor = 0.086; data-to-parameter ratio = 16.5.
In the neutral title compound, [Re(C 6 H 5 NO)(C 13 H 9 NO 2 )-(CH 3 O)(C 18 H 15 P)], an 18-valence-electron complex, the Re V ion lies in an octahedral coordination geometry with the tridentate dianionic Schiff base 2-(2-oxidobenzylideneamino)phenolate ligand occupying three equatorial coordination sites, and with the triphenylphosphine ligand situated trans to the imine N atom. The Re V coordination is completed with a methanolate ligand and a 2-hydroxyphenylimido(2-) ligand. There are two molecules in the asymmetric unit. The crystal structure involves O-HÁ Á ÁO and C-HÁ Á ÁO hydrogen bonds. One N and one C atom are disordered over two positions; the site occupancy factors are ca 0.7 and 0.3. Table 1 Hydrogen-bond geometry (Å , ) . thermal parameters for some of the atoms of the imine ligand, suggesting that it may be disordered. This was modelled satisfactorily by 'splitting' the nitrogen and one carbon atom. The hydroxyl groups of the coordinated 2-hydroxyphenylimido(2-) ligands form intramolecular hydrogen bonds to an oxygen atom of the imido ligand (O3···O1, 2.694 (6) Å and O7···O5, 2.720 (6) Å).
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Experimental
Dark-brown crystals of the neutral Re V complex were isolated as a by-product from the crude reaction mixture after reacting g, 1.5 x 10 -3 mol) in the presence of excess triethylamine, in methanol (30 ml). After stirring under reflux for 8 h, the reaction mixture was allowed to cool for 12 h during which time crystals formed.
Refinement
The structure contains two independent molecules in the asymmetric unit (Z'=2). On of them is well resolved except for a marginal Hirshfeld test on atoms C7-C8. In the other molecule, the [salicylaldehyde-2-hydroxyanilato(2-)] moiety is disordered with the atoms N103 and N203, and C145 and C245 being clearly distinguished in a difference map. Refinement of the disorder was achieved by the use of Marquardt shift limiting restraints (damping) and molecular geometry and thermal simlarity restraints.
The H atoms were all located in a difference map, but those attached to carbon atoms were repositioned geometrically.
The H atoms were initially refined with soft restraints on the bond lengths and angles to regularize their geometry (C-H in the range 0.93-0.98, Å) and U iso (H) (in the range 1.2-1.5 times U eq of the parent atom), after which the positions were refined with riding constraints.
sup-2 Figures   Fig. 1 . ORTEP representation of the title complex with displacement ellipsoids at 50% probability. H atoms have been omitted for clarity. Fig. 2 . ORTEP representation (50% probability) of the two crystallographically distinct molecules in the asymmetric unit. 
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